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Abstract: 

Gene expression variation has now been measured at large scale 
by groups around the world. In this talk I will discuss our efforts 
to collect and synthesize all human RNA-sequence data in the 
recount project (https://jhubiostatistics.shinyapps.io/recount/). I 
will then focus on two key questions: (1) How and when can we 
discover novel genomic regions that are expressed from large 
collections of data? (2) Can we computationally re-phenotype 
messy samples to allow for integrative analysis? 

CIHR STAGE is a training program in genetic epidemiology and statistical genetics, housed at the University of Toronto Dalla Lana School 
of Public Health, and funded by the Canadian Institutes of Health Research through the Strategic Training Initiative in Health Research 
Program. Seminars are sponsored by The Hospital for Sick Children; the Lunenfeld-Tanenbaum Research Institute of Mount Sinai Hospital; 
the Ontario Institute for Cancer Research; the McLaughlin Centre of the University of Toronto; the Ontario Cancer Institute of the University 
Health Network; and the CIHR Institute of Genetics.
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